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TGGGCGTAAAGCA- CACGTAGGCGGATTTTTAAGTCTTGAGTGAAATCCTATGGCTTAACCATAGAACTGCTTGAGAAACTGAAAATCTAGAATTTGGAAGAGGTAGA- TGGAATTTCCAGTGTAGGGGTAAAATCCGTAGATATTGGAAGGAATACCAAAAGCGAAAGCGATCTACTGGGACAATATTGACGCTAAGGTGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCCCTAAACG- ATGAATGCTAGTCG- - - - - - - - TCGG- - - - - AGAACTTCGTTTCTTC- - GGTGATGCAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAAAACCTTACCCAGCCTTGA- - CATTGAT- - GGAATTTTTTG- GAAACAAAGAAGTGCC- - - - - TTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGAGCCTGAAAAC1
- - - - - - - - - - - - - - - - - GCAGGCGGTAAGGTAAGTCAGATGTGAAAGCCCCGGGCTCAACCCGGGAAGTGCATTTGATACTGCCTTTCTTGAGTATGGGAGAGGAGAG- TGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAGGAACACCCGTGGCGAAGGCGACTCTCTGGACCAATACTGACGCTGAGACGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC- GCCGTAAACG- ATGAGAACTAGGTG- - - - - - - - TAGC- - - - - GGGTATTGACCCCTGC- - TGTGCCGCAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGA- - CATCCTT- - TGACACCCCTG- GAAACAGGGTTTTCCCGACTTGTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGACAGAGTGAC1
TGGGCGTAAAGGG- CGCGTAGGCGGTCCGTTAAGTGTGAAGTGAAATGCCTGGGCTCAACCTGGGACGTGCTTTGCATACTGGTGGACTTGAGTCCAAGAGGGGGTGG- TGGAATTCCTGGTGTAGGGGTGAAATCCGTAGATATCAGGAGGAACACCGTTGGCGAAGGCGGCCACCTGGATTGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC- GCCGTAAACG- ATGTTCACTTGGTG- - - - - - - - TTGG- - - - - TGTGATTAACCACATC- - AATGCCGGAGCTAACGCATTAAGTGAACCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGCAGAACCTTACCTGGGCTTGAACTGTATTGGTTGTAGGTATCA- GAGATGATACTAAACC- - - - - TTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGTACTGATATAG1
TGGGTTTAAAGGG- TGCGCAGGCGGATTGGTAAGTTAGTGGTGAAATCCCGAGGCTCAACTTCGGAACTGCCATTAATACTGCCAATCTTGAATTCGGTTGAAGTGGG- CGGAATGTAGCATGTAGCGGTGAAATGCATAGAGATGCTACAGAACACCGATCGCGAAGGCAGCTCACTAAGCCGATATTGACGCTCAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC- GCCGTAAACG- ATGATAACTCGTTG- - - - - - - - TTGGCAA- - - - - - - - - TACACAGTC- - AGTGACTAAGGGAAACCGATAAGTTATCCACCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTCAA- - - ATGCTGGACGACAGTCCCT- GAAAGGGGATCTCCTT- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CGGGCGTCCAGCA1
TGGGCGTAAAGAG- CGCGTAGGCGGGTTGTTAAGTTGGAAGTGAAAGCCCACAGCTCAACTGTGGAACTGCTTCCAAAACTGGCAACCTAGAATTTGGGAGAGGTAAG- TGGAATTCCTGGTGTAGGGGTGAAATCCGTAGAGATCAGGAGGAATACCGAAAGCGAAGGCGACTTACTGGAACAATATTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCCCTAAACG- ATGGACACTAGTCG- - - - - - - - TTGCCCGAAGGGCA- - - - - - - - - - - - - - GTGACGCAGCTAACGCGATAAGTGTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGAACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGGCTTGA- - CATCCCA- - AGAAGATAGTA- GAGATACTGTTGTGTCTGCTTGCA- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GAAACTTGGTGAC1
TGGGCGTAAAGGG- CGCGTAGGCGGTTTTAAAAGCTTGGTGTGAAAGACCTCAGCTCAACTGAGGGGACGCGCTGGGAACTGTAAGACTAGAATCTAGGAGGGGAAGC- TGGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGAGCTTCTGGCCATAGATTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC- GCCGTAAACG- ATGTGCACTAGGTG- - - - - - - - TTG- - - - - - - - GGGATAGGATCCTC- - AGTACCGAAGCAAACGCGATAAGTGCACCGCCTGGGGAGTATGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGAAACCTTACCAGGGCTTGA- - CATAATA- TTGACGACATTG- GAGACAGTGTTTTCCC- - - - - TTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGGACAGTATTAC1
TGGGCGTAAAGGA- CGCGTAGGCGGGATGCCAAGTCTGATGTGAAATCCTATGGCTCAACCATAGAACTGCATTGGAAACTGGTAACCTAGAGTATGGGAGGGGGAGA- TGGAATTAGTGGTGTAGGGGTAAAATCCGTAGATATCACTAGGAATACCGAAAGCGAAGGCGATCTCCTGGAACAATACTGACGCTAAGGCGTGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCAC- GCCCTAAACG- ATGTTCACTAGTCG- - - - - - - - TCG- - - - - - GAATGCTAGTCATTTC- - GGTGATGCACTTAACAGATTAAGTGAACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGCCTTGA- - CATTGAT- - TGAACGAACCA- GAGATGGATCGGTGCC- - - - CTTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGGAACATGAAAAC1
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGTAGCGGTGAAATGCGTAGATATCGGGAGGAACGCCGACGGCGAAAGCGGCTCTCTGGCGTGCTACTGACCCTCATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCAC- GCTGTAAACG- GTGCGCACTCGGTG- - - - - - - - TGGGCGG- - TTCTTTCGGTTCCGTC- - CGTGCCCAAGCCAACGCGTTAAGTGCGCCGCCTGGGGACTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCACACAAGCGGTGGAGCATGTGGCTTAATTCGAGGCAACGCGAAGAACCTTACCTGGGCTTGA- - CATGTAC- ATGCCGGCCGTG- GAAACACGGCTTTCCAGCTTGCT- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGACGTGTACAC1
TGGGCGTAAAGGG- CGCGCAGGCGGAATAGTAAGTCGGAGGTGAAAGCCCGGGGCTCAACCCCGGAGGGTCTTTCGAAACTGCTAATCTAGAGAGGGTCAGGGGCCGG- CAGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAATACCGGTGGCGAAGGCGGCCGGCTGGGGCCACTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCCGTAAACG- ATGAGCACTGGACG- - - - - - - - TCCG- - - - - GAGGGTTCGACCCTTCTGGGTGTCTCAGCTAACGCATTAAGTGCTCCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAACATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGA- - CATCCTC- - GGACCGCTTCA- GAGATGAAGTTTCCTC- - - - - TTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGAGGCCGAGTGAC1
TAGGTTTAAAGGG- TGCGTAGGCGGACTGGTAAGTCAGTGGTGAAATCCTACAGCTTAACTGTAGAACTGCCATTGATACTATTAGTCTTGAGTACAATTGAGGTAGG- CGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACACAGAACACCGATTGCGAAGGCAGCTTACTAAACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCCGTAAACG- ATGATCACTCGCTGTTCGCCCTTTT- - - - - - GGGTG- - - - - - - - - - - - - AGTGGCCAAGCTAAAGCATTAAGTGATCCACCTGGGGAGTACGTCGGCAACGATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGATTTAA- - - ATGTAGGACGAAAGTCACGTGAAAGCGAGACCTTCC- - - - - TTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGACGGACTACA1
TGGGCGTAAAGGA- TGCGTAGGCTGGATGTCAAGTTGGAAGTGAAATCCTATGGCTTAACCATAGAACTGCTTCCAAAACTGGCAACCTAGAGTGAGGGAGAGGCAGA- TGGAATTAGTGGTGTAGGGGTAAAATCCGTAGATATCACTAGGAATACCGATTGCGAAGGCGATCTGCTAGAACTCTACTGACGCTAAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCCCTAAACG- ATGTACACTAGTTG- - - - - - - - TTG- - - - - - GAGTGCTAGTCACTTC- - AGTAATGCAGTTAACACATTAAGTGTACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACACGAAGAACCTTACCTAGCCTTGA- - TATCCTT- - GGAATCTCTCA- GAGATGAGAGAGTGCTAGTTTACT- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGAGCCAAGTGAC1
TGGGTTTAAAGGG- TGCGCAGGCGGATAATTAAGTCAGTGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCATTGATACTGGTTATCTGGAATACGGTTGAAGTGGG- CGGAATGTAGCATGTAGCGGTGAAATGCATAGAGATGCTACAGAACACCGATCGCGAAGGCAGCTCACTAAACCGATATTGACGCTCAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC- GCCGTAAACG- ATGATAACTCGTTG- - - - - - - - TTGGCGA- - - - - - - - - TACACAGTC- - AGCGACTAAGCGAAAGCGATAAGTTATCCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTTAA- - - ATGCAGAATGACAGGTCCT- GAAAGGGATTTTTCTT- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CGGACATTTTGCA1
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAATCCGTAGATATCACTAGGAATACCGAAAGCGAAGGCGATCTCCTGGAACAATACTGACGCTAAGGCGTGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCAC- GCCCTAAACG- ATGAACACTAGTCG- - - - - - - - TCG- - - - - - GAATGCTAGTCATTTC- - GGTGATGCACTTAACAGATTAAGTGTTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGCCTTGA- - CATTGAT- - TGAATACACCA- GAGATGGAGTAGTGCC- - - - TTTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGGAACATGAAAAC1
TGGGTTTAAAGGG- TCCGTAGGCGGGCCTGTAAGTCAGGGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCTTTGATACTGCAGGTCTTGAGTCATGGTGGGGTTGC- CGGAACATGTGGTGTAGCGGTGAAATGCATAGATATCACATAGAACACCGATCGCGAAGGCAGGTGACCAACCATGTACTGACGCTGATGGACGAAAGCGTGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCAC- GCCGTAAACG- ATGGATACTAGCTG- - - - - - - - TGG- - - - - - GGACCTCGGTCTCC- - - - - GTGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAA- - - ATGCAGGCTGCATGGGGTG- GAGACA- - - - - - - TCCCTTTCTTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGACTGCCTGCA-1
TGGGCGTAAAGAG- CTCGTAGGCGGTTTGACAAGTTTTGGGTTAAAGCCTTGGGCTTAACTCAAGAAAGGCTCAAAATACTGTCAGACTAGAGTCAGTCAGGGGCAAG- TGGAATTCCTGGTGTAGCAGTGAAATGCGTTGATATCAGGAAGAACACCAATGGCGAAGGCAGCTTGCTATGGCTGTACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCAC- GCCGTAAACG- ATGCAGACTAGGCA- - - - - - - - TTGG- - - - - GAGCATCGACCCTCTT- - TGTGCCGAAGCTAACGCGTTAAGTCTGCCGCCTGGGAAGTACGACCACAAGGTTAAAACTCAAAGGAATTGGCGGGGACTCGCACAAGCGGTGGAACATGAGGTTTAATTCGACAATAAGCGAAGAACCTTACCAGGGCTTGA- - CATCTCT- - GGAACCTGCTG- GAAACAGTGGGGTGCCCCTTTCTTATAACAATGCCATTTTTAATGGTCTGATTGATTGCAAATTTTTATTTGGCAGTCAGTCGGTTAAACTTGTTATAGGTAAGGGGAGCCAGATGAC1
TGGGCGTAAAGGG- CGCGTAGGCGGCTTTATAAGTCAGGTGTGAAAGTCCACGGCTCAACCGTGGAAGTGCATTTGAAACTGTAAGGCTTGAGTATGGGAGGGGAAAG- TGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCTGTGGCGAAGGCGACTTTCTGGACCAATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACAGCTGTAAACG- ATGTGCACTAGATG- - - - - - - - TTGG- - - - - AGGAGTTGACCCCTTC- - AGTGTCGGAGCTAACGCATTAAGTGCACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGA- - CATCCCG- - AGAAAGTCCGT- GAAAGCGGAACGTGCTTCCATTAG- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GAAGAACTTGGTGAC1
TGGGCGTAAAGGA- CGCGTAGGCGGGTTATTAAGTCAGATGTGAAATCCTATGGCTCAACCATAGAACTGCATTTGAAACTGGTAGCCTAGAGTATGGAAGGGGAAGA- TGGAATTAGTGGTGTAGGGGTAAAATCCGTAGATATCACTAGGAATACCGAAAGCGAAGGCGATCTTCTGGGACATTACTGACGCTGAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCCCTAAACG- ATGAATGCTAGTCG- - - - - - - - TCG- - - - - - GAGAGCTCGTCTCTTC- - GGTGATGCAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTGGCCTTGA- - CATTGAT- - TGAATCTGGTA- GAGATACCGGAGTGCC- - - - TTTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGGAACATGAAAAC1
TGGGTTTAAAGGG- TGCGCAGGTGGGAATGTAAGTCAGTGGTGAAATACTGCCGCTTAACGGTAGAACTGCCATTGATACTGCGTTTCTTGAGTATGGTTGAGGTAGG- CGGAATGTGTTGTGTAGCGGTGAAATGCATAGATATGACACAGAACGCCGATTGCGAAGGCAGCTTACTAAGCCATTACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC- GCCGTAAACG- ATGTTCACTCGCTG- - - - - - - - TTTGCGA- - - - - - - - - TACACAGTA- - AGCGGCTTAGCGAAAGCATTAAGTGAACCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTTAA- - - ATGTAGATTGTATAACTTA- GAAATAGGTTTTCCCT- - - - - - TC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGGCTATTTACA-1
TAGGTTTAAAGGG- TGCGTAGGCGGGGTGCTAAGTCAGGGGTGAAAGTTTGCAGCTTAACTGTAAAATTGCCTTTGAAACTGGCATTCTTGAGTTTGGTAGAGGCAGG- TGGAATGTGATGTGTAGCGGTGAAATGCGTAGATATGTCACAGAACGCCGATTGCGAAGGCAGCTTGCTATACCAATACTGACGCTGATGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC- GCTGTAAACG- ATGATCACTCGCTG- - - - - - - - TTGGCGA- - - - - - - - - TACACCGTC- - AGTGGCTAAGCGAAAGCATTAAGTGATCCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTTAA- - - ATGTATGATGACCGCTTCT- GAAAAGGAGTTTCCCT- - - - - - TC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGGCATTATACA1
TGGGCGTAAAGAG- CATGTAGGCGGGTTTGTAAGTTGGAAGTGAAATCCTATAGCTTAACTATAGAACTGCTTCTAAAACTACATACCTAGAGTATGGGAGAGGTAGA- TGGAATTTCTGGTGTAGGGGTAAAATCCGTAGAGATCAGAAGGAATACCGATTGCGAAGGCGATCTACTAGAACATAACTGACGCTAAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCCCTAAACG- ATGTACACTAGTTG- - - - - - - - TTG- - - - - - CTATGCTAGACATAGC- - AGTAATGCAGTTAACACATTAAGTGTACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGATACGCGAAGAACCTTACCTAGCCTTGA- - CATAGAC- - AGAATTTAGTA- GAGATATAAAAGTGCCAGTTTACT- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGAGCTGTTATAC1
TGGGCGTAAAGCG- CATGCAGGCGGTTTATTAAGTTGGAAGTGAAATCCTATGGCTCAACCATAGAACTGCTTCCAAAACTGATAAACTAGAGTCTGGGAGGGGAAGA- TGGAATTAGTAGTGTAGGGGTAAAATCCGTAGAGATTACTAGGAATACCAAAAGCGAAGGCGATCTTCTGGAACAGTACTGACGCTGAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCAGTAAACG- ATGAATGTTAGTCG- - - - - - - - TTG- - - - - - GGACTCTAGTAGTTTC- - AGTGATGCAGTTAACACATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGCCTTGA- - CATACTA- CAGAATTTGACA- GAGATGTTGGAGTGCC- - - - - TTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGAGCTGTAATAC1
TGGGCGTAAAGGG- CGTGTAGGCGGTCTTATCGGTCAGATGTGAAAGCCCAGGGCTCAACCCTGGACGTGCATTTGAAACAGTAAGACTTGAGTACTGGAGAGGAAAG- CGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGCTTTCTGGACAGAAACTGACGCTGATGCGCGAAGGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCAC- GCAGTAAACG- ATGTACACTAGGTG- - - - - - - - TAGG- - - - - GGATATTAAAATTTTC- - TGTGCCGCAGCTAACGCATTAAGTGTACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGA- - CATCCTG- - TGAACGTCTAA- GAGATTAGACAGTGCC- - - - - TTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGAGCACAGAGAC1
TGGGCGTAAAGGG- AGCGTAGGTGTTCCAACAAGTCGGATGTTTAATCCTTCGGCTCAACTGAAGGTATGCGTCCGAAACTGTTGGAATAGAGCACAGCAGAGGGAAA- TGGAACTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCAATGGCGAAGGCAATTTCCTGGGCTGTCGCTGACACTGAAGCTCGAAAGCTGGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCCA- GCTGTAAACG- ATGAACACTAGGTG- - - - - - - - TGG- - - - - - GGTCCTTGAGACTCT- - - - GTACCGAAGCTAACGCATTAAGTGTTCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGGATGTTGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGGCTTGA- - CATGCTGGAAGTAGGAACCT- GAAAGGGAGACGAACCGTATCCAG- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TCGGTAGCCAGCAC1
TGGGCGTAAAGCG- CGTGTAGGCGGTAAGGTAAGTCAAACGTGAAAGTCCACGGCTCAACCGTGGAATTGCGTTTGATACTGCTTTACTGGAGTACGGGAGAGGAGAG- TGGAATTCCTAGTGTAGCAGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGACCGTTACTGACGCTGAGACGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTG- GCCGTAAACG- ATGGGTACTAGGTG- - - - - - - - AGGG- - - - - AGGTATCGATCCCTTC- - CGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTCAATTCGACGCAACGCGAAGAACCTTACCTGGACTTGA- - CATGCAC- TTGAAAACTATA- GAGATATAGTCCCTCT- - - - - - TC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGAGCAAGTGTGC1
TAGGCGTAAAGGG- CAAGTAGGCGGAGTAATAAGTTAGGTGTTAAATACACTGGCTCAACCAGTGCGTAGCATTTAATACTGTTATTCTAGAGTAAGGTGAGGGAAGT- CGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGAGGCGAAGGCGGACTTCTGTACCATTACTGACGCTGAATTGCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTAGTCCAC- ACAGTAAACG- ATGTGCACTAGATG- - - - - - - - TTG- - - - - - GGGGAGAAGATCCTTC- - AGTGTCGCAGCTAACGCGTTAAGTGCATCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGA- - CATCCTG- - TGGATTCTATA- GAGATATGGAAGTGCC- - - CTTTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGGGAACACGGAGAC1
TGGGTTTAAAGGG- TGCGCAGGCGGAATGATAAGTCAGTGGTGAAATCCTACAGCTCAACTGTAGAACTGCCATTGATACTGTCGTTCTTGAGTACATTTGAGGTAGG- CGGAATGTATCATGTAGCGGTGAAATGCATAGATATGATACAGAACACCGATAGCGAAGGCAGCTTACCAAACTGTAACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCCGTAAACG- ATGATCACTCGCTG- - - - - - - - TTGGCGA- - - - - - - - - TAAACAGTC- - AGCGGCTAAGCGAAAGTGTTAAGTGATCCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTTAA- - - ATGTAGGACGACCGTCCGG- GAAACCGGATTTCTCT- - - - - - TC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGAGCGACTTACA1
TGGGCGTAAAGGG- CGCGTAGGTGTTTCGATAAGTCAGATGTGAAAGGCTTCTGCTTAACAGAAGAAGTGCATTTGAAACTATCGGAATAGAGTGCAGGAGGGGAGGG- CGGAATTCCTGATGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCCGTGGCGAAGGCGGCCCTCTGGCCTGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCCGTAAACG- ATGGGCACTAGGTG- - - - - - - - TAGG- - - - - AGGTGTCGACCCCTTC- - TGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCGGGGCTTGA- - CATTCCCCTGAAGTCCCCGA- GAAATCGGGGATCTCC- - - - CTTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGGACAGGGGAAC1
TGGGCGTAAAGGA- CGCGTAGGCGGGTTGGAAAGTCAGATGTGAAATCCTACAGCTTAACTGTAGAACTGCATTTGAAACTTCTAATCTAGAGTATGGGAGGGGGAGA- TGGAATTAGTGGTGTAGGGGTAAAATCCGTAGATATCACTAGGAATACCGAAAGCGAAGGCGATCTCCTGGAACATAACTGACGCTAAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCCCTAAACG- ATGAACACTAGTCG- - - - - - - - TCG- - - - - - GGATGCTAGTCATCTC- - GGTGATGCACTTAACAGATTAAGTGTTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGCCTTGA- - CATTGAT- - TGAACACACTA- GAGATAGAGTGGTGCC- - - - CTTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGGAACATGAAAAC1
TGGGTTTAAAGGG- TCCGTAGGCGGGCGATTAAGTCAGAGGTGAAATCCCACAGCTCAACTGTGGAACTGCCTTTGATACTGGTTGTCTTGAGTTACAGTGAAGTAGA- TAGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAATACCGATTGCGAAGGCAGTCTACTAACTGTATACTGACGCTAATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC- GCCGTAAACG- ATGGTCACTAGTTG- - - - - - - - TTGGTT- - - GTACATTGGTATGATC- - AGTGATTAAGAGAAATTGATAAGTGACCCACCTGGGGAGTACGATCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAA- - - ATGTAAGTTGCATAGTTTA- GAGATAGACTTTTCTT- - - - - - - C- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGACTACTTACA-1
TGGGCGTAAAGGG- CGTGTAGGCGGGCTGGTCAGTCAGATGTGAAAGCCTGTGGCTTAACCACAGAACTGCATTTGAAACTGCCAGTCTTGAGTTCGAGAGAGGGTAG- TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCAGTAGCGAAGGCGGCTACCTGGCTCGGAACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCTGTAAACG- ATGGGCACTAGGTG- - - - - - - - TTGGTCGCGACATGTCGGGATC- - - - - AGTGCCGGAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCGGGGTTTGA- - CATGTCG- ATGACGCAGGCA- GAGATGTCTGTTTCTT- - - - - - TC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGACGTCGACAC1
TGGGCGTAAAGGG- CACGTAGGCGGGATGATCAGTCTGAGGTGAAAGCTTGCGGCTTAACCGTAAGTCTGCCTTGGATACTGTCATTCTTGAGTTCGGAAGAGGGAAG- TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTTCCTGGTCCGATACTGACGCTGATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCTGTAAACG- ATGGATACTAGGTG- - - - - - - - TTG- - - - - - GCCCATTTGGG- - GTC- - GGCGCCGCAGCTAACGCATTAAGTATCCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGA- - ACCGCAG- ATGAAATCCCCT- GAAAAGGGGCTTTCCT- - - - - - TC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGACATCTGTAG1
TGGGCGTAAAGGG- CGCGCAGGCGGTCTTGTCAGTCAGATGTGAAAGCCCGGGGCTCAACCCTGGAAGTGCATTTGAAACAGCAAGACTTGAGTACGGGAGAGGAAAG- CGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGCTTTCTGGACCGATACTGACGCTGAGGCGCGAAGGCGTGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCAC- GCAGTAAACG- TTGTACACTCGGTG- - - - - - - - TAGC- - - - - GGATATTAAAATCTGC- - TGTGCCTAAGCTAACGCATTAAGTGTACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGA- - CATCCTG- - TGAATATTGCG- TAATTGCAATAGTGCC- - - - - TTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGAGCACAGAGAC1
TGGGCGTAAAGCG- CGCGTAGGTGGATTGGTCAGTCAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATCTGATACTGCTAGTCTAGAATACGGTAGAGGGTAG- TGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACTACCTGGACCGATATTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCCGTAAACG- ATGTCTACTAGCCG- - - - - - - - TTG- - - - - - GAAGACTTGATCTTTT- - AGTGGCGAAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAACTCTTGA- - CATCCAG- - AGAAGAGGCTA- GAGATAGCTTTGTGCC- - - - - TTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGAACTCTGAGAC1
TGGGCGTAAAGGA- CGCGTAGGCGGGTTATTAAGTCGGGTGTGAAATCCAATGGCTCAACCATTGAACTGCATTCGAAACTGATAACCTAGAGTATGGAAGGGGCAGG- TGGAATTAGTGGTGTAGGGGTAAAATCCGTAGATATCACTAGGAATACCGAAAGCGAAGGCGACCTGCTGGGACATTACTGACGCTGAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCCCTAAACG- ATGAATGCTAGTCG- - - - - - - - TCG- - - - - - GGACTCTTGTAGTTTC- - GGTGATGCACTTAACAGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGCCTTGA- - CATTGAT- - TGAACGGACCA- GAGATGGACCGGTGCC- - - - TTTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGGAACATGAAAAC1
TGGGCGTAAAGCG- CGCGCAGGCGGCTATTTAAGTTGGATGTGAAAGCCTACGGCTCAACCGTAGAACTGCATCCAAAACTATTTAGCTAGAGTGTGGGAGAGGAAGA- TGGAATTAGTTGTGTAGGGGTAAAATCCGTAGAGATAACTAGGAATACCAAAAGCGAAGGCAATCTTCTGGAACACTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCAGTAAACG- ATGAATGTTAGTCG- - - - - - - - TCG- - - - - - GGGGCCTAGTGTCTTC- - GGTGATGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGCCTTGA- - CATATTT- AAGAATCCGATA- GAGATATTGGAGTGCC- - - - - TTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGAGCTTTCTTAC1
TGGGCGTAAAGGGTCGTGTAGGCGGCTTTTTAAGTTATCTTTGAAATCACTCTGCTTAACAGAGTAACCGGAGATAATACTGAAAAGCTAGAGTTTTCTTGAGGGAGAACGGAACTGAGGAAGGAGCGGTGAAATGCAATGATATCCTCGGGAACACCAGGGGCGAAGGCGGTTCTCTGTAAGAAAACTGACGCTGAGACACGAAAGCTAGGGGAGCGAACCGGATTAGAGACCCGGGTAGTCCTA- GCTGTAAACGCATGCCTGCTAGCTGCAT- - - - - TTTCCCG- - ATTTATCGGAAAGGT- - - - GTGGCGAAGTTAACACGTTAAGCAGGTCGCCTGGGGACTACGACCGCAAGGTTAAAACTCAAAGGAATTGGCGGGGAGGTACACAACCAGTGGAACATGTGGTTTAATTCGAGACGAACCGAAAAACCTCACCAGGACTTGA- - CATCTCGCTGCAGACTCCGG- GAAACCGGAGAGGCCT- - - - - - TC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GAGGGTGCGAGAC1
TGGGCGTAAAGGG- CGTCTAGGCGGTTGGGTAAGTCACCTGTGAAAGCCCTCAGCTTAACTGAGGAACGTCAGGTGAAACTGCTCGGCTTGGGTGCAGGAGAGGAGGG- TGGAACTCACAGAGTAGCGGTGGAATGCGTAGATACTGTGAGGTACCCCGATGGCGAAGGCAACCCTCTGGCCTGCTACCGACGCTGAAGCGCGAAAGCGTGGGGAGCAAAGGGGATTAGATACCCCCGTAGTCCAC- GCCGCAAACG- ATGTTCACTTGGTG- - - - - - - - TCG- - - - - - GTCATACAAATAGATC- - GGTGCCGGAGCTAACGCATTAAGTGAACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAGAGAATTGACGGGTCCCTGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGATAAGCGAAGAACCTCACCTGGGCTTGA- - CATACTAGTGGTAGGAACCT- GAAAGGGCGACGACCTCTACCTTCG- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGTAGGGGAGCTAGCAC1
TGGGTTTAAAGGG- TGCGCAGGCGGATTATTAAGTCAGTGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCATTGATACTGGTAATCTTGAATACGGTTGAAGTGGG- CGGAATGTAGCATGTAGCGGTGAAATGCATAGAGATGCTACAGAACACCGATCGCGAAGGCAGCTCACTAAGCCGATATTGACGCTCAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC- GCCGTAAACG- ATGATAACTCGTTG- - - - - - - - TTGGCGA- - - - - - - - - CACACAGTC- - AGCGACTAAGCGAAAGCGATAAGTTATCCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAGGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTCAA- - - ATGCAGAGTGACAGTCCCT- GAAAGGGGATTTTCTT- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CGGACAGTCTGCA1
TGGGCGTAAAGGG- CATGTAGGTGTCCTGATAAGCTCTGGGTGAAATCTCCGCCCTCAAGGCGGAACGGTCCCAGAGAACTGTCAGGATTGAGGTCAGGAGAAGAGAG- CGGAATTCTCGGTGTAGCGGTGAAATGCGTAGATATCGAGAAGAACACCAGCGGCGAAGGCGGCTCTCTATTCTGAATCTGACACTGAAGTGCGAAAGCGTGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCAC- GCCGTAAACG- ATGTGCACTTGATGTATCCCTTTCG- - - - - - GGGGGT- - - - - - - - - - - - - GCGTCGTAGCTAACGCGTTAAGTGCACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATACGACGCAACGCGTAGAACCTTACCAGGGTTTGA- - CATGCTGGAAGTAGAAACCC- GAAAGGGTGCCCATCCGTATCCAG- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TCGGAAGCCAGCAC1
TGGGCGTAAAGGG- TGCGTAGGCGGTTTAGTAAGTCAGAAGTGAAATCCCATAGCTTAACTATGGAACTGCTTTTGAAACTACTAAACTAGAGTGAGGGAGAGGTAGA- TGGAATTAGTGGTGTAGGGGTAAAATCCGTAGAGATCACTAGGAATACCGAAAGCGAAGGCGATCTACTGGAACTCAACTGACGCTAAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- ACCCTAAACG- ATGTTCACTAGTCG- - - - - - - - TCG- - - - - - GAAAGCTCGACTTTTC- - GGTGATGCACTTAACAGATTAAGTGAACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGATACGCGAAGAACCTTACCTAGCCTTGA- - CATACCA- - AAAAGATTTCA- GAGATGAGATTGTGCCTGCTTGCA- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGAATTTGGATAC1
TGGGCGTAAAGGG- CGTGTAGGCGGGTTGGTCAGTCAGATGTGAAAGCCTGCGGCTTAACCGCAGAATTGCATTTGAAACTGCCAACCTTGAGTTCGAGAGAGGGTAG- TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCAGTAGCGAAGGCGGCTACCTGGCTCGCAACTGACGCTAATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC- GCTGTAAACG- ATGGGCACTAGGTG- - - - - - - - TTGG- - - - - TTCCGCTTGCGGAATC- - GGTGCCGCAGCTAACGCAATAAGTGCCCCGCCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCGGGGTTTGA- - CATGATA- GCGAAGTCTGCA- GAGATGTAGACGCCTT- - - - - - TC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGGCGCTATGAC1
TGGGCGTAAAGCG- CTCGCAGGCGGCTTCGTAAGTCTGACGTGAAAGCCCCCGGCTTAACTGGGGGAGGCCGTTGGATACTGCGAAGCTTGAGGACAGGAGAGGAAAG- TGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACTCCAGTGGCGAAGGCGACTTTCTGGCCTGTTCCTGACGCTCAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCAC- GCTGTAAACG- ATGTGAACTAGGTG- - - - - - - - TTG- - - - - - GCGCTGTTATGGCGTC- - AGTGCCGTAGCTAACGCGTTAAGTTCACCGCCTGGGGACTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCGTGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGA- - CATGTACGTAGTAGGAAGCC- GAAAGGCGACCCACCC- - - - - CTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGGAGCGTACAC1
- - - - - - - - AAGGG- CACGCAGGCGGTTCTGTCAGTCAGATGTGAAAGCCCGGGGCTTAACNCCGGACGTGCATTTGAAACAGCAGGACTTGAGTACGGTAGAGGAAAG- CGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACCGAAACTGACGCTGAGGTGCGAAGGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCAC- GCAGTAAACG- TTGTACACTAGGTG- - - - - - - - TAGC- - - - - GGGTATTGACCCCTGC- - TGTGCCGGAGCTAACGCATTAAGTGTACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCCAGACTTGA- - CATCCTG- - TGAACCCCTCA- GAGACGTGGGGGTGCC- - - - - TTC- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGGAGCACAGAGAC1


